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Achieving Effective Treatment Goals against New Coronavirus (SARS-
CoV-2) by Identifying the Molecular Details of the Virus Genome
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Introduction: We are currently faced with a global epidemic of a new coronavirus (SARS-CoV-2) that It
affects not only thousands of people in China, but all over the world. The rapid increase in cases appears to
be related to the active genome of the virus, which may affect its pathogenesis. An understanding of the
novel coronavirus genomic organization will help us in understanding their origins and likely course of
future evolution and identify novel cost-effective treatment.
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